In the title compound, C 19 H 27 F 3 N 2 OS 2 , the dihedral angle between the benzene ring and dithiocarbamate group is 67.00 (9) and a weak intramolecular N-HÁ Á ÁS interaction generates an S(7) ring. The tert-butyl group is disordered over two orientations in a 0.628 (14) 
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Structure description
Various N-(substituted phenyl)pivalamides can be substituted efficiently in reactions with lithium reagents followed by reaction with electrophiles (e.g.: Smith et al., 2015; Smith et al., 2012) . Recently, the X-ray crystal structure of 4-(pivaloylamino)pyridin-3-yl N,Ndiisopropyldithiocarbamate has been published (El-Hiti et al., 2014) . We now describe the synthesis and structure of the title compound (Fig. 1 ).
An intramolecular N1-H1Á Á ÁS2 contact is observed (Table 1 ). The crystal packing is shown in Fig. 2 and features inversion dimers linked by weak C-HÁ Á ÁO interactions and very weak aromatic -stacking interactions [centroid-centroid separation = 4.0042 (13) Å ].
Synthesis and crystallization
N-(2-(trifluoromethyl)phenyl)pivalamide and n-butylltihium (two equivalents) in anhydrous tetrahydrofuran at 0 C was reacted with tetraisopropylthiuram disulfide (one data reports equivalent). Crystallization of the crude product using ethyl acetate as solvent gave colourless blocks, m.p. 129-131 C. The NMR spectrum indicates that the two iso-propyl groups are different, possibly due to restricted rotation about the N-C bond (Chatgilialoglu & Asmus, 1990 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . The tert-butyl group is disordered and was modelled with two components with occupancies of 0.628 (14)/0.372 (14). Computer programs: CrysAlis PRO (Agilent, 2014) , SHELXS2013 (Sheldrick, 2008) , SHELXL2013 (Sheldrick, 2015) , ORTEP-3 for Windows and WinGX (Farrugia, 2012) and CHEMDRAW Ultra (Cambridge Soft, 2001). Table 1 Hydrogen-bond geometry (Å , ). Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1.
Figure 1
The molecular structure, with displacement ellipsoids at the 50% probability level, showing both orientations of the disordered tert-butyl group.
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Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. All hydrogen atoms were placed in calculated positions and refined using a riding model. Methyl C-H bonds were fixed at 0.96 Å, with displacement parameters 1.5 times U eq (C), and were allowed to spin about the C-C bond. The N-H bond was fixed at 0.86 Å and aromatic C-H distances were set to 0.93 Å and their U(iso) set to 1.2 times the U eq for the atoms to which they are bonded. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

